
Name: Anthocyanin fruit (Aft) 

Accessions: Ant2 

Gene ID:  

Map position: chromossome 10 (long arm) 

Gene function: probably codes for an R2R3 MYB transcription factor 

Gene effect:  

Phenotypes: Anthocyanin in fruit epidermis 

Comments: The Aft gene derives from S. chilense. Fruit anthocyanin expression is 

stronger in areas exposed to high light. Crosses with hp1, hp2 and atv mutants also 

enhance Aft pigmentation. It is possible that Aft is an weak allele of Aubergine (Abg). 

Description of accessions available: MT-Aft is a BC6 introgressed from LA1996 

Figures: 

 

Double mutant Aft/Aft hp2/hp2 showing expression of anthocyanin in fruit epidermis. 
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