Name: multiflora (mult)

Accessions: Flo5

Gene ID: Solyc02g077390

Map position: chromosome 2 (long arm)

Gene function: WUSCHEL-homeobox (WOX) transcription factor; homologue to the
AtWOX9/STYP gene

Gene effect: plants with the mutated allele delay the differentiation of inflorescence
meristem into flower meristem.

Phenotypes: MT-mult presents inflorescence with excessive branches, resulting in a
large mass of 20 or more flowers and buds.

Comments: mult is allelic to compound inflorescence (s).
Description of accessions available: MT-mult is a BC6Fn introgressed from LA0560

Figures:
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MT-mult showing increased number of flowers per truss.
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