Name: Uniform ripening (U)

Accessions: OC1 (LA4483)

Gene ID: Solyc10g008160

Map position: chromosome 10 (short arm)

Gene function: GOLDEN2-LIKE (GLK2) transcription factor belonging to the GARP
subfamily of the myb transcription factor super- family in plants.

Gene effect: plants harboring the wild type allele present more chloroplast formation
in the proximal portion of the fruit.

Phenotypes: plants with the wild type allele present uneven green color in unripe
fruits, with higher pigmentation on shoulder.

Comments:

Description of accessions available: MT-U is a BC6Fn introgressed from cv. Rheinlands
Ruhm.

Figures:
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MT-U (left) showing dark shoulder
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