
Name: 35S::asCCD7  

Accessions: H20 

Map position:  

Gene function: CCD7/MAX3 is a carotenoid cleavage dioxygenases from the 

strigolactone biosynthesis pathway 

Gene effect:  Transgenic plants have reduced strigolactone levels.  

Phenotypes: As a consequence of low strigolactone production, MT-CCD7 is high 

branched in shoots and defective for mycorrhiza colonization in roots.  The plants are 

resistant to kanamycin, which is the selectable maker in the vector used.  

     

Comments:  

Description of accessions available: MT-CCD7 is a BC6Fn. The first transgenic plants 

with this construct were produced in cv M82 by Dr. Harry Klee. 
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