Name: 35S::nahG

Accessions: H19

Map position:

Gene function: salicylic acid hydroxylase

Gene effect: transgenic plants have reduced levels of the hormone salicylic acid (SA)
due to its degradation by the overexpressed enzyme.

Phenotypes: Old leaves present spontaneous necrotic lesions probably due to catechol
(the product of SA degradation) accumulation. These plants are susceptive to most
biotrophic pathogens. The plants are resistant to kanamycin, which is the selectable
maker in the vector used.

Comments:

Description of accessions available: MT-nahG is a BC6Fn. The first transgenic plants
with this construct were produced in cv Moneymaker by Dr. Jonathan Jones.

Figures:
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